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2. 3R Western blotting H ELFEHI 7 5:(8 4). .
3. (1) 5 Q-A-H-N-K-D-R-P-S-E-K B [IkTE pH6.0 B Friif 1% B33 ({8 1% pKa {&: H-NH,"
8.0, #A¥i-COOH 3.0, His BEMEEE 6.0) (4 43)
(2) #9¥ Leu-Lys-Phe-Glu-Gly )% i3 25 ({8 3% pKa {&: KM-NH;* 8.0, #32-COOH 33,
Lys €-NH;  10.8, Glu y-COOH4.1) (4 4})
4. EVIREPIRAE 10 mol/L FHA 3RS, E9M Km £ 2x10 mol/L, 1 LT,
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6. Predict the major metabolic consequences of each of the following mutations: (5 41)
€1) loss of the AMP binding site in muscle glycogen phosphorylase
(2) loss of glycogenin activity in the liver
(3) over-expression of thermogenin in the adipose tissue
7. Predict the effect of dinitrophenol would have on the following processes. Briefly explain why! :
(57)
(1) Lactose transport in E. coli
(2) Na'/K" transport in red blood cells
(3) Ratio of ATP/ADP in liver cells
(4) electron transport from NADH
8. Indicate which enzyme or enzymes can carry out each of the biochemical operations below, If
| none of the enzymes can carry out the operation, write “No Enzyme”. (5 77)
Enzymes: DNA polymerase I, DNA polymerase III, RNA polymerase (including sigma factor),
Primase, DNA ligase, Helicase, Rec A protein, Reverse transcriptase, EcoRI restriction
endonuclease.
Operations:
(1) Synthesize a ribonucleotide chain utilizing a DNA template strand
(2)  Synthesize a ribonucleotide chain utilizing an RNA template strand
(3)  Synthesize cDNA utilizing an RNA template strand
(4) Add deoxynucleotide monophosphates to a growing primer chain
(5) Remove a mismatched nucleotide at the 3’-end of a growing primer chain
(6) Remove a mismatched nucleotide at the 5’-end of a growing primer chain
(7) Initiate and continue template-directed nucleotide chain synthesis without a primer
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(8) Bindto and be activated by a single-stranded DNA fragment

(9) Seal anick in a duplex DNA molecule
(10) Facilitate the excision of a DNA fragment created during nucleotide excision repair
9. SHMEENAER, JFL CREREEL R IAEEEAR IR T WA b (b ATP UK
#1. MRUASEABHEREN CHRMSNRYSTTAER? AT4a? 57)
10. Give at least three reasons or properties that make double stranded DNA a better material
than single-stranded RNA for the storage of genetic information. (5 47)
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